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SUMMARY 

 Nattokinase (NK) is a fibrinolytic enzyme with the potential for fighting cardiovascular diseases 

(CVD) thanks to its antithrombotic, antihypertensive, anticoagulant, anti-atherosclerotic, and 

neuroprotective effects. Nattokinase was first discovered and purified from soybean fermented food 

by Bacillus subtilis natto. To enhance NK’s activity and simplify downstream processes, production 

of recombinant NK using several microbial expression systems such as Escherichia coli, B. subtilis, 

and Lactococcus lactic has been studied. Among all of them, B. subtilis is a prominent host for 

overproduction of functional proteins which can be secreted directly into the culture medium. In this 

study, recombinant NK from B. subtilis R0H1 was purified using two-step membrane filtration. 

Results showed 3.2-fold increase in activity and a recovery rate of more than 80%. Molecular weight 

of NK was approximately 28 kDa and its fibrinolytic degradation capacity was proved according to 

SDS-PAGE. The optimal pH and temperature of this NK were 8.5 and 55°C, respectively. The 

enzyme activity was boosted by Mg2+, Ca2+ and obviously inhibited by Co2+, Zn+2, Fe2+, and SDS. 

The apparent Km and Vmax with fibrin as the substrate were 3.08 mM and 6.7 nmol/min, 

respectively. The results suggested that membrane filtration is a useful method for purification of 

recombinant NK from B. subtilis R0H1. Therefore, application of membrane system is proposed to 

purify NK at the pilot scale. In addition, our findings indicated that recombinant NK produced in B. 

subtilis R0H1 showed high and stable proteolytic activity in slightly alkaline pH and at high 

temperature. It also exhibited strong fibrinolytic activity again both substrates: fibrinogen and fibrin. 
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INTRODUCTION 

 Nattokinase (NK) is a serine protease which 

belongs to the subtilisin family. Historically, it is 

extracted and purified from a Japanese food 

called natto (Sumi et al., 1987). It can dissolve 

fibrin fibers in blood clots that is known as the 

main cause of cardiovascular diseases (CVD) 

(Chen et al., 2018). The fibrinolytic activity of 

NK was shown to be more stable and effective 

than that of plasmin (Sumi et al., 1990; Fujita et 

al., 1995). In 2016, around 17.9 million people 

died from CVD, accounting for 31% of all 

registered premature deaths (Kaptoge et al., 

2019). This number may reach 23.6 million 

annually by 2030, mostly due to stroke and heart 

disease (Deepak et al., 2010). In this context, NK 

might be a brilliant potential product for 

prevention and treatment of CVD. 

 Downstream processing is the key and 

bottle-neck step in the production of NK due to 

the presence of impurities proteins and high 

viscosity of culture broth. In order to reduce the 
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complexity of the purification process, NK was 

over-expressed in different hosts such as Bacillus 

subtilis (Cui et al., 2018; Liu et al., 2019; Tian et 

al., 2019), Escherichia coli (Bora et al., 2018), 

Lactococcus lactis (Liang et al., 2007). From 

previous works, salt precipitation was frequently 

used for purification of both wild type and 

recombinant NK. This was combined with gel 

filtration chromatography (GFC) (Tuan et al., 

2015; Hu et al., 2019) and/or ultrafiltration (Tian 

et al., 2019; Xin et al., 2019). Recovery yield of 

recombinant NK may reach up to 80% (Tuan et 

al., 2015; Tian et al., 2019), which is 

significantly higher than that of from wild 

enzymes. Other methods for purification of 

recombinant NK such as Ni-NTA and GFC was 

used but its final recovery yield attained only 

16.8% (Bora et al., 2018). From these 

publications, it seems that the selection of 

purification methods strongly determines the 

efficiency of the NK recovery process. 

Ultrafiltration may be an alternative method to 

achieve high purification efficiency when 

maintaining a high recovery yield. 

 In the present study, the purification of 

recombinant NK from B. subtilis R0H1 using a 

two-steps filtration was determined. 

Biochemical and kinetics properties of purified 

enzyme were then investigated. 

MATERIALS AND METHODS 

Microorganism and media 

 Recombinant strain R0H1 (B. subtilis 3NA 

carrying aprN gene with inducible promoter Pveg) 

was maintained in 50% glycerol and stored at -

80°C. The bacterium was activated on Luria-

Bertani skim milk (LBS) agar (g.L-1) (yeast 

extract 5, tryptone 10, NaCl 5, skim milk 10 and 

agar 15) supplemented with 5 μg.mL-1 

chloramphenicol at 37°C. Colony with clear halo 

was selected for cultivation. 

Chemicals and reagents 

 Fibrin bovine blood was provided by MP 

Biomedicals (France). Analytical chemicals and 

reagents were purchased from Sigma Aldrich 

(USA). Media nutrients were purchased from 

Himedia (India) and Oxoid (England). 

Enzyme production and purification 

 One colony was grown overnight in Luria-

Bertani (LB) medium containing 

chloramphenicol (5 μg.mL-1) at 37°C and 150 

rpm until its OD600 nm reached 4.5. Cells from the 

seed culture was then transferred into 

fermentation medium (g.L-1) (yeast extract 5, 

CaCl2 0.15, tryptone 35 and NaCl 5) at initial 

OD600 nm value of 0.2. Shake flask cultures were 

carried out at 37°C and 150 rpm. After 14 hours 

of fermentation, the crude enzyme was obtained 

by centrifugation the culture broth at 10,000 rpm 

and 4°C for 15 min. 

 To purify the crude enzyme, a two-steps-

filtration was applied. The supernatant obtained 

from centrifugation was first filtered through a 

0.2 µm cut-off to eliminate cells and large 

impurities. The permeate obtained from 0.2 µm 

filtration was then subjected to a 10 kDa cut-off 

and the purified enzyme was remained in the 

retentate. In each purification step, protein 

concentration was determined by Bradford 

method (Bradford, 1976) using bovine serum 

albumin (BSA) as standard protein. 

 The yield and purification fold were 

calculated as the follow: 

Yield (%) = 
Total activity in purified sample x 100

Total initial activity
 

Purification (fold) =  
Specific activity of purified sample 

FU

mg

Specific activity of initial sample 
FU

mg

 

SDS-PAGE analysis 

 Sodium dodecyl sulfate polyacrylamide gel 

electrophoresis (SDS-PAGE) analysis was 

carried out using 12% polyacrylamide gel in the 

separating gel and 4% polyacrylamide gel in the 

stacking gel (Laemmli, 1970). A fixed volume 
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(10 μL) of samples was loaded and the 

electrophoresis was carried out at 15 mA. Protein 

bands were visualized by staining with 

Coomassie brilliant blue R 250. Gangnam stain 

protein ladder (Amersham Biosciences 

CAT.NO.24052) was used as standard. 

Enzyme assay 

The fibrinolytic activity was determined 

according to the method of Lin et al. (2015) with 

minor modifications. Firstly, 150 µL of fibrin 

solution (4 g.L-1) was added to 420 µL 0.1 M 

Tris-HCl buffer (containing CaCl2 0.01 M, pH 

7.4) and kept at 37°C for 5 min. Then, 30 µL of 

enzyme was added and the reaction mixture was 

incubated at 37°C for 30 min after which, the 

reaction was ceased by 300 µL of trichloroacetic 

acid (TCA). The samples were kept at 37°C for 

20 min and then centrifuged at 10,000 rpm for 15 

min. The absorbance of the supernatant was then 

measured at 275 nm. 

One unit of fibrinolytic activity (FU) is 

defined as the amount of enzyme required to 

produce an increase in absorbance at 275 nm 

equal to 0.01 in 1 min. 

Fibrinogen degradation by nattokinase 

The degradation of fibrinogen by NK from 

the recombinant strain R0H1 was investigated 

using fibrinogen 10 g.L-1 as a substrate and 

incubated at 37°C for different reaction times (up 

to 60 min). Hydrolysis products were visualized 

on SDS-PAGE. 

Effect of pH and temperature on enzyme 

activity 

The effect of pH on NK activity was 

determined at 37°C and in various pH (from 6 to 

10). A various of buffers (0.1 M Tris-HCl buffer 

for pH 6 - 9, and 0.05 M Na2CO3 - NaHCO3 

buffer for pH 9 - 10) were used accordingly.  

To determine the effect of temperature on NK 

activity, the enzyme activity was measured in 0.1 

M Tris-HCl buffer (pH 7.4) at temperatures 

ranging from 30 - 75°C. 

The relative activity of NK was measured, 

and the highest activity was defined as 100%. 

Effect of pH and temperature on enzyme 

stability 

The effect of pH on enzyme stability was 

evaluated based on its residual activity after pre-

incubating the enzyme at pH 2.5, 7.4 and 8.5 for 

30 to 300 min at 37°C. Whereas residual activity 

of NK as measured, the highest activity was 

defined as 100%. 

The thermal stability of NK was examined by 

measuring the residual activity after incubating 

enzyme at various temperatures (30 - 80°C) for 

60 to 420 min. 

Effect of metal ions and inhibitors on enzyme 

activity 

The effect of metal ions (Na+, Mg2+, Mn2+, 

K2+, Zn2+, Co2+, Fe2+, Ca2+, and Cu2+) and 

inhibitors (EDTA and SDS) at concentrations of 

1 and 5 mM on enzyme activity were examined 

by performing the enzyme assay in the presence 

of these ions or inhibitors. The relative activity 

of enzyme was calculated as the percentage of 

the treated enzyme activity compared with that 

of the untreated enzyme. 

Enzyme kinetics 

Enzymatic reactions were performed by using 

purified NK and different concentrations of 

fibrin (0.25 - 4 g.L-1). The Lineaver-Burk 

reciprocal plot was generated for 1/S versus 1/V. 

The Michaelis-Menten constant (Km) and 

maximum velocity (Vmax) were calculated based 

on the intercept value and slop of this plot 

(Lineweaver and Burk, 1934). 

All measurements were carried out in 

duplicate with the resulting values being the 

mean of the cumulative data obtained. 

RESULTS AND DISCUSSION 

Purification of nattokinase 

Nattokinase produced by B. subtilis R0H1 

was purified by two-step membrane filtration 

(Table 1). It has been observed that the specific
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activity in the retentate of 10 kDa increased more 

than 3-fold with a yield of 89.7 ± 8% based on 

the crude enzyme. It suggested that the 

membrane filtration is one of the useful methods 

to obtain the high recovery yield for recombinant 

NK. Recently, Tian et al. (2019) reported a yield 

of 80% when purifying of NK from B. subtilis 

WB800N/pHT43-pro-aprN via salt precipitation 

and ultrafiltration. Tuan et al. (2015) also 

achieved a similar recover yield of 79% when 

purifying NK from B. subtilis pBG01-

aprN/BD104 using ammonium sulfate 

precipitation combined with gel filtration 

chromatography. While Xiao-Lan et al. (2005) 

and Xin et al. (2019) only obtained recovery 

yields of 42.6 and 48.3%, respectively after 

purifying NK from wild type NK producing 

strains using ammonium sulfate precipitation 

and gel filtration chromatography. It is noted that 

the recovery rate of purification process is 

strongly dependent on initial state of the crude 

enzyme. The high recovery yield obtained in this 

study might related to the original characteristic 

of host strain B. subtilis 3NA, which was known 

as low protease producing strain (Reuß et al., 

2015). 

 

Table 1. Purification of Nattokinase from B. subtilis R0H1. 

Sample Total 
activity 

(FU) 

Total protein 

(mg) 

Specific activity 

(FU/mg) 

Purification 

(fold) 

Yield 

(%) 

Crude enzyme 585.0 ± 5.0 0.911 ± 0.050 642.2 ± 41.07 1 ± 0 100 ± 1 

Permeate 0.2 µm 556.9 ± 26.3 0.816 ± 0.007 682.5 ± 38.0 1.10 ± 0.02 95.2 ± 5.0 

Retentate10 KDa 524.6 ± 39.7 0.252 ± 0.005 2082.2 ± 36.4 3.20 ± 0.19 89.7 ± 8.0 

 

  

Figure 1. SDS-PAGE analysis of 
Nattokinase produce by B. subtilis R0H1. 1: 
Crude enzyme; 2: Permeate of 0.2 µm cut-
off; 3: Retentate of 10 kDa cut-off; 4: 
Gangnam stain protein ladder. 

 

Figure 2. Degradation of fibrinogen by Nattokinase. 1: 
Gangnam stain protein ladder; 2: Fibrinogen control without 
enzyme; 3-8: Degradation products after 5, 10, 30 sec and 
1, 10, 60 min incubation at 37oC, respectively. α, β, and γ 
denotes the alpha, beta and gamma fragments of fibrinogen 
from bovine plasma, respectively. 
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 SDS-PAGE analysis indicated single band 

with similar molecular weight for both crude and 

purified enzyme (Figure 1). The molecular 

weight of NK from strain R0H1 was estimated at 

approximately 28 kDa, which showed good 

correlation with reported the molecular weight of 

NK expressed in recombinant strains such as E. 

coli BL21 (DE3) (Yongjun et al., 2011), B. 

subtilis pBG01-aprN/BD104 (Tuan et al., 2015), 

B. subtilis BSN01 (Cui et al., 2018), and B. 

subtilis WB800N/pHT43-pro-aprN (Tian et al., 

2019). 

Fibrinogen degradation by nattokinase 

Fibrinogen is a 340-kDa soluble plasma 

protein consisting of three pairs of disulfide 

bonded α-, β-, and γ-chains (Walker, Nesheim, 

1999). These chains of fibrinogen from bovine 

plasma have molecular weight of 63.5, 56, and 

47 kDa, respectively. The degradation of 

fibrinogen into several lower molecular weight 

fragments and the profile of the hydrolysis 

products were strongly dependent on the reaction 

time (Figure 2). After 5 sec (lane 3), bands 

corresponding to α- and β-chains were clearly 

broken, and several bands appeared between 11 

and 48 kDa. It showed that the α-chain was 

completely degraded within 5 sec, the β-chain 

was degraded within 10 min, and most of γ-chain 

was hydrolyzed in 60 min. These results were 

consistent with previous reports of the 

degradation of fibrinogen by NK from B. subtilis 

BD104 (Tuan et al., 2015) and B. subtilis (Zen et 

al., 2018). It suggested that NK degraded α-chain 

first, and then followed by the β-chain and γ-

chain of fibrinogen to smaller products (Tuan et 

al., 2015; Ren et al., 2018). 

Effect of pH and temperature on enzyme 

activity 

 The effects of pH and temperature on NK 

activity were illustrated in Figure 3. Nattokinase 

from strain R0H1 retained above 60% of its 

activity at pH values ranging from 7 to 9 and 

tended to rapidly lose its activity when further 

decrease pH (Figure 3a). The pH for optimal 

activity of this enzyme was 8.5 which was close 

to the values report for recombinant NK from B. 

subtilis BD104 (Tuan et al., 2015), and wild type 

NK from B. subtilis natto B-12 (Wang et al., 

2009), B. subtilis TKU007 (Wang et al., 2011), 

and Bacillus sp. B24 (Hmood, Aziz, 2016). 

Nattokinase activity was significantly 

enhanced by increasing reaction temperature 

from 30 to 55°C. At temperature above 55°C, 

enzyme activity showed a strong decreasing 

trend, and it was completely inactivated at 75°C 

(Figure 3b). The optimum temperature of this 

enzyme was 55oC that was similar with those 

mentioned by Wu et al. (2009); Tuan et al. 

(2015) and was higher than those determined 

(40oC) by Wang et al. (2009). However, its 

optimum temperature was lower than those 

recovered from some other Bacillus strains, i.e., 

60oC (Bacillus sp. B24) (Hmood, Aziz, 2018), 

65oC (B. subtilis VTCC-DVN-12-01) (Thao et 

al., 2013). 

 

 

Figure 3. Effect of pH (a) and temperature (b) on Nattokinase activity (the highest activity was taken as 100%). 
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Effect of pH and temperature on enzyme 

stability 

To investigate the potential use of NK for 

CVD treatment, enzyme stability at pH of gastric 

(2.5), blood (7.4) and gut (8.5) was evaluated. 

Figure 4a indicated the rapid inactivation of NK 

from strain R0H1 at pH 2.5 after only 0.5 h. The 

complete loss of NK activity at low pH (2 - 4) 

was also reported for NK from Rhizopus 

chinensis 12 (Xiao-Lan et al., 2004), B. subtilis 

natto B-12 (Wang et al., 2009), B. subtilis natto 

(Chang et al., 2012). However, the loss of 

enzyme activity at pHs 7.4 and 8.5 was 

negligible after 5 h at 37°C. Our results 

suggested that NK from strain R0H1 may 

perform the best action in human blood or gut.  

 

Figure 4. pH (a) and thermal stability (b) of Nattokinase from B. subtilis R0H1 (the highest activity was illustrated 
as 100%). 

 

The NK from strain R0H1 was stable up to 

60°C and retained more than 80% of its activity 

after incubation at this temperature for 4 hours. 

Further increase in temperature negatively 

affects enzyme activity. At 70°C, less than 40% 

of the enzyme activity was remained after 5 h 

incubation and the enzyme was completely 

inactivated after 1 h at 80°C (Figure 4b). Lin et 

al. (2015) reported that NK from B. subtilis N1 

incubated at 55C for 2 h remained a relative 

activity of higher than 40% while its relative 

activity dropped down to less than 30% at 65C 

within 20 min. As for NK from B. subtilis natto 

B-12, the enzyme was almost inactivated after 60 

min at 60°C (Wang et al., 2009). Besides, NK 

from B. subtilis BSN1 showed 52% of its initial 

activity at 70oC (Wang et al., 2011). Obtained 

results suggested that NK from strain R0H1 may 

be considered a thermophilic protease. 

Effect of metal ions and protease inhibitors on 

NK activity 

The enzyme activity was boosted up to 109, 

115 and 116% in the presence of 1 mM Na+, Ca2+ 

and Mg2+, respectively. However, further increase 

of the ion’s concentrations to 5 mM did not 

improve NK activity. Other agents such as Mn2+ 

(1 mM), K+ (1 & 5 mM), EDTA (1 & 5 mM) and 

Na+ (5 mM) showed no significant effect on NK 

activity. On the contrary, NK from strain R0H1 

was inhibited by Co2+, Zn2+, Fe2+, Cu+2, and SDS. 

The presences of these ions or inhibitors led to a 

drop of enzyme activity by 13 – 78%, depending 

on effector’s concentrations (Table 2). The effects 

of ions and inhibitors on NK activity were 

partially consistent with previous works. Xin et al. 

(2018) reported 86% of residual activity of NK 

from Bacillus tequilensis (No. 11462) in the 

presence of 5 mM Cu2+. Chang et al. (2012) also 

claimed no significant effects of K+, Na+, Ca2+, 

Mg2+ and Zn2+ on the activity of NK from B. 

subtillis fermented red bean. Across the literature, 

it seems that effects of different ions on NK 

activity were not unified. For example, Fe2+ at 5 

mM was a booster for NK from B. subtilis 

TKU007 (Wang et al., 2011) but opposite 

conclusion was witnessed from others works 

(Wang et al., 2009; Hu et al., 2019). Similar 
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contradiction statement about effect of Zn2+ and 

Cu2+ on enzyme activity was reported. Garg and 

Thorat (2014) observed an 8% increase in the 

activity of purified NK from B. natto (NRRL B-

3666) in presence of 5 mM Zn2+ or Cu2+. In the 

other hand, a loss of more than 15% activity in the 

presence of neither Zn2+ or Cu2+ at 5 mM was 

reported for NK from Bacillus tequilensis (No. 

11462) (Xin et al., 2018). For NK from B. subtilis 

BD104, Zn2+ (5 mM) boosted the NK activity by 

1.72-fold while Cu2+ (5 mM) led to a 20% activity 

loss (Tuan et al., 2015). 

Table 2. Effect of metal ions and inhibitors on the activity of Nattokinase. 

Metal ions and inhibitor 
Relative activity (%) 

Concentration (1 mM) Concentration (5 mM) 

None 100 ± 1 100 ± 1 

Na+ 109 ± 6 98 ± 6 

Mg2+ 116 ± 4 103 ± 4 

Mn2+ 100 ± 2 53 ± 2 

K+ 100 ± 0 95 ± 0 

Zn2+ 74 ± 5 38 ± 5 

Co2+ 73 ± 2 0 

Fe2+ 46 ± 0 0 

Ca2+ 115 ± 4 113 ± 4 

Cu2+ 87 ± 2 85 ± 1 

EDTA 101 ± 4 88 ± 4 

SDS 49 ± 6 22 ± 0 

 

Kinetics of nattokinase 

 

Figure 5. Lineweaver-Burk plot for fibrin hydrolysis by 
Nattokinase. 

 Kinetic parameters of NK from strain R0H1 

were determined from initial velocity at various 

substrate concentrations. The Lineweaver-Burk 

plot showed that the y-intercept at 1/V was 

149.04 (min/µmol) and the x-intercept at 1/S was 

-0.33 (L/mmol) (Figure 5). The values of Km and 

Vmax devised from this data were 3.08 mM and 

6.7 nmol/min, respectively. As the obtained Km 

was low, it showed that the NK had high affinity 

for fibrin. Garg and Thorat (2014) reported that 

the values of Km and Vmax of NK from Bacillus 

natto NRRL B-366 for the substrate N-Succinyl-

Ala-Ala-Pro-Phe-p-nitro-anilide (S-7388) were 

3.5 mM and 1250 nmol/min, respectively.  

CONCLUSION 

It was found that NK from the recombinant 

strain B. subtilis R0H1 could be purified using 

two-steps membrane filtration with yield of more 

than 80% and purification fold of 3.2. The 

purified NK showed a single protein band of 

approximately 28 kDa which possessed strong 

fibrinolytic degradation activity according to 

SDS-PAGE analysis. The recombinant enzyme 

exhibited significant stabilities for pH and 
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temperature. Its maximum activities were 

reported at pH of 8.5 and temperature of 55°C. 

This NK’s activity was fairly increased in 

presence of Mg2+, Ca2+ but strongly inhibited by 

Co2+, Fe2+ and SDS. Further study should be 

focused on the fermentation strategy to improve 

NK production and the application of membrane 

system to purify NK at the pilot scale. 

Acknowledgements: This research was funded 

by the program on hi-tech research, training and 

infrastructure construction of the Ministry of 

Science and Technology under grant number 

CNC.10.DAPT/17. 

REFERENCES 

Bora B, Gogoi D, Tripathy D, Kurkalang S, Ramani S, 

Chatterjee A, Mukherjee AK (2018) The N-terminal-

truncated recombinant fibrin(ogen)olytic serine 

protease improves its functional property, demonstrates 

in vivo anticoagulant and plasma defibrinogenation 

activity as well as pre-clinical safety in rodent model. 

Int J Biol Macromol 111: 462-474. 

Bradford MM (1976) A rapid and sensitive method 

for the quantitation of microgram quantities of protein 

utilizing the principle of protein-dye binding. Anal 

Biochem 72(1): 248-254. 

Chang CT, Wang PM, Hung YF, Chung YC (2012) 

Purification and biochemical properties of a 

fibrinolytic enzyme from Bacillus subtilis-fermented 

red bean. Food Chem 133: 1611–1617. 

Chen H, McGowan EM, Ren N, Lal S, Nassif N, 

Shad-Kaneez F, Qu X, Lin Y (2018) Nattokinase: A 

Promising Alternative in Prevention and Treatment of 

Cardiovascular Diseases. Biomark insights 13:1-8. 

Cui W, Suo F, Cheng J, Han L, Hao W, Gua J, Zhou 

Z (2018) Stepwise modifications of genetic parts 

reinforce the secretory production of nattokinase in 

Bacillus subtilis. Microb Biotechnol 11(5): 930-942. 

Deepak V, Ilangovan S, Sampathkumar MV, Victoria 

MJ, Pasha SPBS, Pandian SBRK, Gurunathan S 

(2010) Medium optimization and immobilization of 

purified fibrinolytic URAK from Bacillus cereus 

NK1 on PHB nanoparticles. Enzyme Microb Technol 

47: 297-304. 

Fujita M, Hong K, Ito Y, Fujii R, Kariya K, 

Nishimoro S (1995) Thrombolytic effect of 

nattokinase on a chemically Induced thrombosis 

model in Rat. Biol Pharm Bull 18(10): 1387-1391. 

Garg R, Thorat BN (2014) Nattokinase purification 

by three phase partitioning and impact of t-butanol on 

freeze drying. Sep Purif Technol 131: 19-26. 

Hmood SA, and Aziz GM (2016) Purification and 

characterization of nattokinase produced by local 

isolate of Bacillus sp. B24. Iraqi J Biotechnol 15(2): 

93-108. 

Hu Y, Yu D, Wang Z, Hou J, Tyagi R, Liang Y, Hu 

Y(2019) Purification and characterization of a novel, 

highly potent fibrinolytic enzyme from Bacillus 

subtilis DC27 screened from Douchi, a traditional 

Chinese fermented soybean food. Sci Rep 9(1): 9235. 

Kaptoge, Pennells S, Bacquer LD, Cooney D, 

Kavousi MT, Stevens M, Riley G, Savin LM, Khan S, 

Altay T, Amouyel S, et al (2019) World Health 

Organization cardiovascular disease risk charts: 

revised models to estimate risk in 21 global regions. 

Lancet Glob Health 7(10): 1332-1345. 

Laemmli UK (1970) Cleavage of structural proteins 

during the assembly of the Head of Bacteriophage T4. 

Nature 227(5259): 680-685. 

Liang X, Zhang L, Zhong J, Huan L (2007) Secretory 

expression of a heterologous nattokinase in 

Lactococcus lactis. Appl Microbiol Biotechnol 75(1): 

95-101. 

Lin HTV, Wu GJ, Hsieh MC, Chang SH, Tsa GJ 

(2015) Purification and characterization of 

nattokinase from cultural filtrate of red alga porphyra 

dentata fermented by Bacillus subtilis N1. J Mar Sci 

Technol 23: 240-248. 

Lineweaver H, Burk D (1934) The determination of 

enzyme dissociation constants. J Am Chem Soc 56(3): 

658-666. 

Liu Z, Zheng W, Ge C, Cui W, Zhou L, Zhou Z (2019) 

High-level extracellular production of recombinant 

nattokinase in Bacillus subtilis WB800 by multiple 

tandem promoters. BMC Microbiol 19: 89. 

Reuß DR, Schuldes J, Daniel R,  Altenbuchner J 

(2015) Complete Genome Sequence of Bacillus 

subtilis subsp. subtilis Strain 3NA. Genome 

announcements 3(2). 

Ren Y, Pan X, Lyu Q, Liu W (2018) Biochemical 

characterization of a fibrinolytic enzyme composed of 

multiple fragments. Acta Biochim Biophys Sin 50(2): 

227-229. 



Vietnam Journal of Biotechnology 20(2): 369-377, 2022 

377 

Sumi H, Hamada H, Nakanishi K, Hiratani H (1990) 

Enhancement of the fibrinolytic activity in plasma by 

oral administration of nattokinase. Acta Haematol 

84(3): 139-143. 

Sumi H, Hamada H, Tsushima H, Mihara H, Muraki 

H (1987) A novel fibrinolytic enzyme (nattokinase) in 

the vegetable cheese Natto; a typical and popular 

soybean food in the Japanese diet. Experientia 43(10): 

1110-1111. 

Thao NT, Quyen DT, and Hoang LT (2013) Cloning 

and enhancing production of a detergent and organic 

solvent resistant nattokinase from Bacillus subtilis 

VTCC-DVN-12-01 by using an eight-protease gene 

deficient Bacillus subtilis WB800. Microbial Cell 

Factories 12: 79. 

Tian L, Zhou W, Zhang Y (2019) Construction of a 

genetically engineered strain of nattokinase and 

assessment of its fibrinolytic activity. Afr J Microbiol 

Res 13(279): 488-499. 

Walker JB, Nesheim ME (1999) The molecular 

weights, mass distribution, chain composition, and 

structure of soluble fibrin degradation products 

released from a fibrin clot perfused with plasmin. 

J Biol Chem 274(8): 5201-5212. 

Wang C, Du M, Zheng D, Kong F, Zu G, Feng Y 

(2009) Purification and characterization of 

nattokinase from Bacillus subtilis natto B-12. J 

Agric Food Chem 57(20): 9722-9729. 

Wang SL, Wu YY, Liang TW (2011) Purification and 

biochemical characterization of a nattokinase by 

conversion of shrimp shell with Bacillus subtilis 

TKU007. New Biotechnol 28(2): 196-202. 

Wu DJ, Lin CS, Lee MY (2009) Lipid-lowering effect 

of nattokinase in patients with primary 

hypercholesterolemia. Acta Cardiol Sin 25: 26-30. 

Xiao-Lan L, Lian-xiang D, Fu-Ping L, Xi-Qun Z, and 

Jing X (2005). Purification and characterization of a 

novel fibrinolytic enzyme from Rhizopus chinensis 

12. Appl Microbiol Biotechnol 67(2): 209-214. 

Xin X, Ambati RR, Cai Z, Lei B (2018) Purification 

and characterization of fibrinolytic enzyme from a 

bacterium isolated from soil. 3 Biotech 8(2): 90 

Xin X, Ambati RR, Cai Z, Lei B (2019) Development 

of universal purification protocols for fibrinolytic 

enzyme-producing bacilli. CyTA - J Food 17(1): 112-

120. 

Yongjin C, Wei B, Shujun J, Meizhi W, Yan J, Yan 

Y, Zhongliang Z, Guolin Z  (2011) Directed evolution 

improves the fibrinolytic activity of nattokinase from 

Bacillus natto. FEMS Microbiol Lett 325(2): 155-161. 

  

 


