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SU DUNG MA VACH DNA (DNA BARCODES) TRONG VIEC XAC PINH
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TOM TAT: Trén co sé sir dung mé vach DNA (Cytochrome ¢ oxidase 1-CO1), da giam dinh tén
loai cho 4 miu chim thudc ho Khuéu (Timaliidae): 005 BTTNVN (Khudu mao cd tring),
028 BTTNVN (Lach tach dau dém), 045 BTTNVN (Lach tach may tring) va 055 BTTNVN
(Khu6u mit den). DNA téng s6 dugc tach tir mdu mau, sau d6 tién hanh phan tmg PCR, tinh sach
san phdm PCR va xac dinh dwoc trinh tu nucleotide ving gen Barcode (CO1) véi kich thudc
khoang 650 bp cho m&i mau. Két qua vé viing gen CO1 dé chi ra murc d6 twong dong di truyén cao,
99,7% (028_BTTNVN/Alcippe castaneceps), 99,8% (045_BTTNVN/ Alcippe vinipectus), 99,28%
(99,2-99,5%; 055 BTTNVN/Garrulax affinis) va mau 005 BTTNVN thudc giéng Ynhina, duoc
xac dinh boi tén lodi Y. diademata trén GenBank. Céc dan liéu di truyén thu thap duoc cho mdi
mau déu twong ddng voi phan loai bang hinh thai. Bén trinh tuy nucleotide ving gen CO1 cia mau
chim nghién ciru da duoc ding ky trén GenBank Véi cac mé s6: KP768404, KP768405, KP708406,
KP768407.

Tir khéa: CO1, DNA Barcode, Khuéu mao ¢b tring, Khuéu mat den, Lach tach ddu ddm, Léach

tach may tréng.

MO PAU

Cho dén nay, phan 16n xac dinh cac loai
chim chu yéu bang hinh thai [5, 13]. Cach nhan
biét loai trén co s& cac ddc diém hinh théi c6 do
tin cay khong cao, dac biét cac loai dong hinh.
Trong cac loai chim Viét Nam, ho Khudu
(Timaliidae) co s6 luong lodi I6n (95 loai), da
dang va song theo dan. Khudu c6 mau sac dep,
giong hot hay, dugc wa thich. Chinh vi vay,
nhiéu loai khu6u 1a doi twong san bt dé nudi
hogc ban 1am chim canh, va l1a dbi tuong can
bio vé. Bon loai Khudu; Khudu mao co trang
(Yuhina diademata), Lach tich dau dom
(Alcippe castaneceps), Lach tach may tring
(Alcippe vinipectus) va Khuéu mat den
(Garrulax affinis) d@ dugc thu thap ¢ Viét Nam
va dang duoc luu gitr & Bao tang Thién nhién
Viét Nam, v6i ma s6 twong tng 005_BTTNVN,
028 BTTNVN, 045 BTTNVN va
055 BTTNVN. Bé phuc vu cong tic bao ton,
xac dinh chinh xac tén loai l1a mot trong nhirng
yéu cau cip bach ciia Bao tang Thién nhién Viét
Nam. Xac dinh chinh xac tén loai trén co s&
trinh tu nucleotide cua ving gen ty thé (CO1 =~
650bp) dé duogc ap dung va dat hiéu qua cao [1,
2, 6, 7, 14]. Tai Bao tang Thién nhién Viét Nam

viéc sit dung ving gen COl gidm dinh mau
chim dugc Iuu giit & bao tang dang duoc tién
hanh, nhiéu loai da duoc hiéu chinh, mot s loai
maoi d8 duoc phat hién, déng thoi cling xac dinh
duoc mot sd loai dic hiru cia Viét Nam. Khai
dau du 4n DNA barcode tir ndm 2005 dén 2011
tai truong Pai hoc Guelph & Ontario (Canada),
Barcode la viéc xdy dung hd so méd vach
(CBOL) cho cac loai d& biét hodic chua biét
chinh x4c tén. Co s& clia ma vach barcode dugc
lien két véi co so dir lisu GenBank (Hoa Ky),
co s& dir liéu trinh tu nucleotide ctia phong Lab
sinh hoc phén tir & chau Au, chau A va co s6 dit
licu DNA cua Nhat Ban. DBa c6 hon 23.000 trinh
tu barcodes dugc luu git, trong d6 ¢6 hon 3.800
loai chim, chiém 1/3 cac loai chim trén thé giGi
[15]. HO so (CBOL) d4 tao ra cac md vach
nham gitip cAc nha nghién ctru nhitng cach thirc
mai va linh hoat hon dé luwu trir, quan 1y, phan
tich va hién thi dir liéu m4 vach dong thoi gitp
c&c nha quan 1y (Hai quan) thuén tién, hiéu qua
trong kiém tra giam sat hang hoa.

Hién nay, Bao tang Thién nhién Viét Nam
(BTTNVN) dang luwu gitt mot sé lugng mau kha
I6n (khoang 40.000 mau dong thuc vat, trong do
chim c6 khoang 200-300 mau). Tuy nhién, phan
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I6n cac mau nay dugc phan loai ban diu dua
trén cac dic diém hinh thai, nhiéu loai déng
hinh va nhiéu loai cd kich thudc nho rat kho
dugc xac dinh, Vi v@y, doi hoi phdi ap dung k¥
thuat DNA. Hon nira, cic mau luu giit, trung
bay tai BTTNVN cin phai c6 din liéu di truyén
dé dam bao d6 chinh xac cao hon. Mat khac,
trong cac truong hop quan trong nhu giam dinh
loai quy hiém trong Sach Do Viét Nam 2007 [3]
va Nghi dinh 32/2006/ND-CP ctia Chinh phu
[4] vei mau vat khdng con nguyén ven, khong
thé xac dinh bang hinh thai, phuong phap DNA
la mot ki thuat hién dai c6 thé giai quyét duoc.
Cé&c nghién ctru ndy s€ mang lai hai loi ich: (1)
cung cap thong tin dir liéu DNA cho cic mau
vat dang luu trir tai BTTNVN; (2) la mét
phuong phap hién dai giup cho thyc hién giam
dinh loai nhanh va chinh xac. Trong bai bao
nay, ching téi ap dung ky thuét sinh hoc phén
tr (DNA barcode) dé xac dinh 4 mau chim
thudc ho Khudu hién dang luu giir tai Bao tang
Thién nhién Viét Nam.

VAT LIEU VA PHUONG PHAP NGHIEN CUU

Mau mau cua 4 loai chim thuoc ho Khudu
Timaliidae dwoc thu thap tai Vuon qudc gia
Hoang Lién tir ndm 2009 trong chwong trinh
hop tac gitta BTTNVN va Bao tang Lich sir tu
nhién Thuy Dién va dugc luu giit tai BTTNVN.
Mau chim dugc thu thap bang ludi, sau d6 xac
dinh tén loai so bd bang phuong phap phan loai
hinh thai (mau sic, kich thudc) déi chiéu voi
cac tai lieu hinh thai cua VO Quy (1981) [12],
Nguyen Cu va nnk. (2000) [5]; chup anh lay
mau mau va danh diu véi mA hiéu
005_BTTNVN (Khuéu mao ¢ tring/ Yuhina
diademata), 028 BTTNVN (Lach tach dau
dém/Alcippe  castaneceps), 045 BTTNVN
(LoAch tach may tring/A.  vinipectus),
055_BTTNVN (Khuéu mat den/Garrulax
affinis) sau d6 tha chung vé thién nhién. Mau
mau duoc bao quan trong ethanol 70%, gitt mau
& nhiégt @6 -20°C cho dén khi tién hanh tach
chiét DNA.

DNA tbng sé dugc tach chiét tir mau theo
quy trinh cuaa Lijtmaer et al. (2012) [8] cé cai
tién ciia Phong Phan loai hoc thic nghiém & Da
dang ngudn gen, Bao tang Thién nhién Viét
Nam. Tinh sach san pham DNA bing bo hoa
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chit Genomic DNA Purification Kit (#K0512,
Fermentas).

Phan mg nhan gen dugc thuc hién trong thé
tich 25 ul véi cac thanh phan: Master mix 2X
(Hang QIAGEN): 12,5 ul; MgCl; 25 mM: 1 ul;
Taq polymerase 5 u/ul: 0,5 pl; DNA mau: 2 pl;
Moi xudi 10 pM: 1,25 pl, Mdi nguge 10 pM:
1,25 ul, thém H,O cho dii thé tich 25 pl. BirdF1:
5-TTC TCC AAC CAC AAA GAC ATT GGC
AC-3’ va BirdR1l: 5-ACG TGG GGG ATA
ATT CCA AAT CCT G-3’, véi kich thudc 648
bp [9] dugc st dung dé xac dinh trinh tu
nucleotide vung gen.

Chu trinh nhiét cia mdi phan tmg PCR: 95°C
10 phat, sau dé6 1a 35 chu ky lip lai: 95°C 30
gidy; 55°C 40 giay; 72°C 50 giay. Cudi cling la
72°C trong 10 phit dé két thic phan tmg va giit
mau & 4°C. Phan tng duoc thyc hién trén may
PCR system 9700. San pham duoc dién di kiém
tra trén gel agarose 1,5%, nhudém gel bé‘mg
ethidium bromide va chup anh trén hé thng
may anh a UV Transilluminator camera
(Cleaver Sci. Ltd.). San pham PCR duoc tinh
sach biang PCR Purification Kit (Hang
QIAGEN). boc trinh tu nucleotide vung gen
COl dugc xac dinh voi kit BigDye Terminator
v.3.1 va may doc trinh ty ABI 3700 genetic
Analyzer (Applied Blosystems) tai cong ty
Macrogen, Han QUOC Moi xudi vad mdi nguoc
déu dugc sir dung dé giai md vang gen COL.

So sanh sy khac nhau vé vi tri céc
nucleotide gitta cac cap loai dung ClustalW [11]
va GeneDoc2.5 [16]. Phin mém MEGA 5.2.2
[10] dugc st dung dé phan tich dit liéu. Trinh ty
nucleotide vung gen COL1 cua 24 loai chim va
phan lodi bao gom JQ176667, EU447058,
JQ176670, HM140301, JQ176672, KJ013268,
JQ173949, JQ173945, KJ013268, JQ173953,
KJ013268, JQ173962, JQ173952, JQ173953,
EU447030, EU447029, GJQ174912, FJ661093,
EU447031, EU447021, EU447024, EU447044,
HM601624 va JQ174913 [15] dugc sir dung
trong bai bao nay.

KET QUA VA THAO LUAN

San phdm PCR cua 4 mau chim nghién ciru
rd nét, phu hop voi kich thude cua ving gen
COL1 can giai md, khoang 650bp (hinh 1). Sau



Si dung m@ vach DNA trong viéc xdc dinh méu chim

khi loai bo cac doan gen bi nhiéu, chiing toi d&
x4c dinh viing gen CO1 cho 4 mau chim lan
lwot la 594bp (005_BTTNVN), 652bp
(028_BTTNVN), 652bp (045 BTTNVN) va
605bp (055 BTTNVN). Trén co s& két qua giai
ma viing gen CO1 cho 4 mau chim nghién ctru,
chung t6i dd xac dinh dugc tén loai.

M 1 2 3 4

Hinh 1. Két qua dién di san pham PCR 04 mau
nghién ctru khi phan tich v6i cap mdi CO1 dién
di trén gel agarose 1,5%. (Giéng 1-4 lan luot 1a
cic miu 005 BTTNVN, 028 BTTNVN,
045 BTTNVN va 055 BTTNVN; M: marker
phén tir 1 kb).

Mau Khuéu mao co tring
(005_BTTNVN): Kich thuée vung gen CO1 thu
duogc c6 do dai la 594 nucleotide. Trén co s¢ dit

liéu ciia 5 loai gidng Yuhina va 1 loai gibng
Alcippe (outgroup), da xac dinh 594 vi tri c6 gia
tri duoc st dung cho phéan tich. Trong d6 158 vi
tri Variable, gia tri Pi (Parsimony informative)
chiém 90 vi tri. Mtrc do twong dong trung binh
dao dong trong giébng Yuhina dao dong tir 85%
(Y. zantholeuca/Y. galaris) dén 99,7%
(Y. flavicollis/Y. flavicollis rouxi). Muc d6
tuong dong di truyén cao nhat (99,7%) déu cling
loai V. flavicollis. Mau cia Bao tang, ky hi¢u
005_BTTNVN c6 gi4 tri twong ddng di truyén
dao dong tir 86,5% dén 88,2%, trung binh
87,5%, tmg véi 5 loai va phén loai glong
Yuhina, va thip nhit 86,4% so voi gidng
Alcippe (bang 2). Cay phat sinh pha hé cling chi
ra cac loai cung giéng Yuhina déu hinh thanh
mot nhom (hinh 2). Két qua ndy chi ra mau
005_BTTNVN la mét loai thuge gidng Yuhina.
Theo dic diém hinh thai mau nay lién quan mat
thiét voi loai Y. dianemata. Do loai Khuéu mao
¢ tring (005 BTTNVN) la loai ddc hiru cua
Viét Nam va chua c6 dan liéu CO1 cua loai nay
trén ngan hang GenBank, ching toi d4 gui két
qua sequences lén ngan hang GenBank, céac
chuyén gia trong linh vuc nay cia GenBank da
kiém tra mau 005 BTTNVN ctia Viét Nam va
xac dinh day Ia loai Yuhina diademata.

100 [— JQ176667 Yuhina flavicollis
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| EU447058 Yuhina flavicollis rouxi

36 _|
48

JQ176670 Yuhina gularis

HM140301 Yuhina castaniceps

005-BTTNVN

JQ176672 Yuhina zantholeuca

—
0.02

KJ013268 Alcippe vinipectus

Hinh 2. Cay phét sinh chiing loai cua loai Khuéu mao co tring tai BTTNVN (005_BTTNVN) véi 5
loai thudc giong Yuhina. Loai Alcippe vinipectus dugc xac dinh 1a loai ngoai nhém

Bang 1. Kich thudc 1y thuyét cua cac cap moi ding trong nghién ciru

Péi  Kihigu , Kich ‘
AL Gen khuyéch dai thuoc  Gen Nguon
tuong mo1 (bp)
Chim BirdF1 TTCTCCAACCACAAAGACATTGGCAC 648bp  COL Lohman et
BirdR1 ACGTGGGGGATAATTCCAAATCCTG P al., 2009 [9]
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Bdng 2. Mirc d6 twong dong va khoang cach di truyén cua mét s6 lodi gidng Yuhina

STT Tén mau 1 2 3 4 5 6 7

1 005_BTTNVN 879 86,9 865 88,0 882 864
2 Yuhina flavicollis (JQ176667) 13,4 86,0 87,9 87,9 99,7 857
3 Yuhina zantholeuca (JQ176672) 145 15,6 850 859 86,2 850
4 Yuhina gularis (JQ176670) 150 13,6 16,8 88,2 88,2 857
5 Yuhina castaniceps (HM140301) 13,2 136 158 131 88,2 854
6 Yuhina flavicollis rouxi (EU447058) 13,0 0,3 153 131 132 85,7
7 Alcippe_vinipectus ( KJ013268) 15,3 16,1 16,8 16,0 16,6 16,1

Mau Lach tach ddu dém (028 BTTNVN): (hinh 3). Ké qua ndy chi ra, miu

Kich thude vung gen CO1 thu dugc c6 do dai la
652 nucleotide. Trén co s& dir liéu cua 4 loai
gidng Alcippe va 1 loai gidng Yuhina (out
group), d& xac dinh 652 vi tri co gia tri dugc st
dung cho phan tich. Mtc d¢ twong dong trung
binh dao dong trong giéng Alcippe dao dong tir
83,3%  (A.  vinipectus) dén  99,7%
(A. castaneceps). Mtrc d6 twong dong di truyén
cao nhit (99,7%) la loai A. castaneceps (bang
3). Céay phat sinh pha hé ciing chi ra cac loai
cung giéng Alcippe déu hinh thanh mét nhom

028 _BTTNVN la mot loai thudc giéng Alcippe.
Theo dic diém hinh thai mau 028 BTTNVN
lién quan mat thiét v&i lodi A. castaneceps. Mau
cia BTTNVN, ky hiéu 028 BTTNVN gia tri
tuong dong di truyén dao dong tir 83,3% dén
99,7%, trung binh 88,2%; tng v&i 4 loai va
phan loai giéng Alcippe. Cay phat sinh pha hé
ciing chi ra cac loai nghién ciu 028 BTTNVN
cung nhém vaéi loai A. castaneceps (bootstrap
100%) (hinh 3). Két qua ndy khing dinh mau
028 BTTNVN Ia loai Alcippe castaneceps.

100 - 028-BTTNVN

93

L JQ173949 Alcippe castaneceps

JQ173945 Alcippe brunnea

JQ176672 Yuhina zantholeuca

100 L

KJ013268 Alcippe vinipectus

0.02

JQ173953 Alcippe cinereiceps

Hinh 3. Méi quan hé di truyén mau 028 BTTNVN vdi cac loi thudc gidng Alcippe

Bdng 3. Mirc d6 tuong ddng va khoang cach di truyén ciia mot s6 loai gidng Alcippe

STT Tén mau 1 2 3 4 5 6
1 028 BTTNVN 99,7 86,3 83,3 836 83,6
2 Alcippe castaneceps (JQ173949) 0,3 86,5 83,3 83,6 83,6
3 Alcippe brunnea (JQ173945) 15,2 15,0 83,1 83,9 862
4 Alcippe vinipectus (KJ013268) 19,1 19,1 19,1 92,8 853
5  Alcippe cinereiceps (JQ173953) 18,7 18,7 18,1 7,7 86,0
6  Yuhina zantholeuca (JQ176672) 18,6 18,6 15,3 16,5 15,5
MAu Lah tich may  triing liéu cua 4 loai giéng Alcippe va 1 lodi gidng

(045_BTTNVN): Kich thuéc vung gen CO1 thu
duoc c6 do dai la 652 nucleotide. Trén co s¢ dir
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Yuhina (out group), da xac dinh 652 vi tri c6 gia
tri duogc st dung cho phan tich. Mic d6 tuong



Si dung m@ vach DNA trong viéc xdc dinh méu chim

ddng trung binh dao dong trong gidng Alcippe
dao dong tir 93,1% (A. cinereiceps) dén 98,2%
(A. vinipectus). Mic do tuong dong di truyén
cao nhat (98,2%) 1a loai A. vinipectus (bang 4).
Cay phét sinh pha hé cling chi ra cac loai clng
gidng Alcippe déu hinh thanh mot nhém (hinh
4). Két qua nay chi ra, mau 045 BTTNVN Ila
mot loai thuoc gidng Alcippe. Theo dic diém
hinh thai miu nay lién quan mat thiét voi loai

A. vinipectus. Mau cta Bao tang, ky hiéu
045 BTTNVN c6 gia tuong dong di truyén dao
dong tir 93,1% dén 98,2%, trung binh 95,6%;
{mg véi 4 loai va phan loai giéng Alcippe. Cay
phéat sinh pha hé ciing chi ra cac loai nghién cau
045_BTTNVN cung nhom  véi  lodi
A. vinipectus (bootstrap 100%) (hinh 4). Két
qua ndy khing dinh mau 045 BTTNVN Ia loai
A. vinipectus.
g9 1 KJ013268 Alcippe vinipectus
100 L JQ173962 Alcippe vinipectus

045-BTTNVN

| JQ173952 Alcippe cinereiceps

100 L JQ173953 Alcippe cinereiceps
JQ176672 Yuhina zantholeuca

—
0.02

Hinh 4. Méi quan hé di truyén giita mau 045 BTTNVN véi cac loai thude gidng Alcippe

Bang 4. Mirc d6 tuong ddng va khoang cach di truyén ciia mot s6 loai gidng Alcippe

STT Tén mau 1 2 3 4 5 6
1  045-BTTNVN 98,2 98,0 93,3 93,1 85,1
2 Alcippe vinipectus (KJ013268) 1,9 99,8 929 928 853
3 Alcippe vinipectus (JQ173962) 2,0 0,2 92,8 92,6 85,3
4 Alcippe cinereiceps (JQ173952) 7,2 7,5 7,7 99,8 86,2
5  Alcippe cinereiceps (JQ173953) 7,3 7,7 7.9 0,2 86,0
6  Yuhina zantholeuca (JQ176672) 16,6 16,5 16,5 153 155

69 EU447030 Garrulax affinis oustaleti

62| | EU447029 Garrulax affinis affinis

i

1001 L 30174912 Garrulax affinis

44

055-BTTNVN

EU447024 Garrulax morrisonianus

U447044 Garrulax elliotii prievalskii

—LE
100 L HM601624 Garrulax elliotii

EU447031 Garrulax milnei sharpei

38 I: EU447021 Garrulax formosus formosus
100 JQ174913 Garrulax erythrocephalus

FJ661093 Garrulax perspicillatus

0.02

JQ176672 Yuhina zantholeuca

Hinh 5. Méi quan hé di truyén miu 055 BTTNVN véi mot s6 lodi thude giéng Garrulax
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Miu Khwéu mit den (055 BTTNVM):
Kich thude vung gen CO1 thu dugc c6 do dai la
605 nucleotide. Trén co s& dir liéu cua 10 loai
gidng Garrulax va 1 loai giéng Yuhina (out
group), d& x&c dinh 605 vi tri ¢6 gia tri dugc s
dung cho phan tich. Muc do tuong dong trung
binh dao dong trong giéng Garrulax dao dong
tr 88,9% (G. perspicillatus) dén 99,3%
(Garrulax affinis oustaleiii). Mtc do tuong
dong di truyén cao nhat (98,2%) la loai
Garrulax affinis oustaleiii. Cay phat sinh pha hé
ciing chi ra mau 055_BTTNVN nim cling nhém
voi 3 lodi cung gidng Garrulax (hinh 5). Két

qua ndy chi ra mau 055_BTTNVN la mot loai
thuoc gibng Garrulax. Theo dic diém hinh thai
mau nay lién quan mat thiét voi loai Garrulax
affinis. Mau cia Bao tang 055 BTTNVN co
mic do tuong ddng di truyén dao dong tir
88,9% dén 99,3%, trung binh 94,1% (bang 5);
tmg v6i 10 loai va phan loai gidng Garrulax.
Cay phét sinh pha hé cling chi ra cac loai nghién
ciru 055_BTTNVN clng nhém véi 3 loai thude
gidng Garrulax (bootstrap 100%) (hinh 5). Két
qua ndy ching t6i cho ring mau 055_BTTNVN
14 loai Garrulax affinis.

Bang 5. Mirc d6 tuong ddng va khoang cach di truyén ciia mot s6 loai gidng Garrulax

STT Tén mau 1 2 3

4 5 6 7 8 9 10 11 12

1 055-BTTNVN 99,3 99,2 99,2 88,9 91,7 925 92,7 932 93,0 91,2 87,0
Garrulax affinis oustaleti

2 (EU447030) 0,7 99,5 99,2 88,6 91,1 92,2 920 925 924 90,9 86,5
Garrulax affinis affinis

3 (EU447029) 0,7 0,3 99,3 88,8 91,2 924 92,2 92,7 925 91,1 86,5
Garrulax affinis

4 (JQ174912) 08 08 05 88,9 91,2 924 925 930 92,8 91,1 86,7
Garrulax perspicillatus

5 (FJ661093) 12,1 12,5 12,1 12,1 88,8 89,1 876 885 88,3 89,1 84,6
Garrulax milnei sharpie

6 (EU447031) 90 98 94 96 12,3 92,7 915 924 925 92,4 86,0
Garrulax formosus

7 formosus (EU447021) 80 84 81 82119 7.9 92,0 92,7 925 97,6 86,3
Garrulax morrisonianus

8 (EU447024) 78 86 82 80 13,7 92 8,6 946 945 925 859
Garrulax elliotii

9 prjevalskii (EU447044) 73 80 7,7 75127 82 78 5,6 99,8 93,3 86,2
Garrulax elliotii

10 (HM601624) 75 82 78 17,6 129 80 38,0 5,8 0,2 93,2 86,0
Garrulax erythrocephalus

11 (JQ174913) 96 100 96 98 119 82 25 8,0 7,1 7,3 86,0
Yuhina zantholeuca

12 (JQ176672) 14,4 150 14,8 14,8 17,4 156 152 157 153 155 156

KET LUAN (Khudu mat den, Garrulax affinis), dung nhu

Giai trinh ty ving DNA barcode va so sanh
két qua giai trinh ty voi dit liéu d& cong b trén
ngan hang gen (Genbank), ching t6i da xac
dinh duoc chinh xé4c tén cho 4 mau chim thuoc
ho Khuéu Timaliidae thu tai Vuon qudc gia
Hoang Lién véi cac md hicu 005 BTTNVN
(Khuéu mao cb tring, Yuhina diademata,
028 BTTNVN (Lach tach diu dém, Alcippe
castaneceps), 045 BTTNVN (L&ch tach may
tring, Alcippe vinipectus), 055 BTTNVN
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c4c két luan nhan dang bang hinh thai ban dau.

Két qua nghién ctru 1a co so dé giam dinh
cac mau chim theo phuong phap sir dung cac
trinh ty DNA ngan (DNA barcode) va kha ning
c6 thé sir dung ma vach DNA (Cytochrome ¢
oxidase 1-CO1) trong viéc dinh loai mau dong
vat tai BTTNVN. Ma vach DNA barcording thuc
su 1a ¢ong cu hitu hiéu hd tro cho viée gidm dinh
nhitng mau dong vat va b sung hiéu qua cho viéc
dinh loai hinh thai.



Si dung m@ vach DNA trong viéc xdc dinh méu chim

Loi cdm on: Cong trinh duge hoan thanh bai
kinh phi cua dé tai co s& 2015 “Giai ma ving
gen Barcoding (Cytochrome c oxidase 1-CO1)
cho mot s6 mau chim cua Bao tang Thién nhién
Viét Nam”.
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ASSESS THE POSSIBILITY OF USING DNA BARCODES
IN THE IDENTIFICATION OF BIRD SPECIMEMS IN VIETNAM
NATIONAL MUSEUM OF NATURE
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“College of Forestry, Northwest A&F University, Yangling, Shaanxi, 712100, P.R China

SUMMARY

Based on determining DNA barcode sequences (CO1 gene sequences of the mitochondrial genome), four
bird samples of family Timaliidae, viz. 005_BTTNVN, White collared Yuhinas; 028_BTTNVN, Rufous
winged fulvetta; 045 BTTNVN, White-browed fulvetta and 055 BTTNVN, Black-faced Laughingthrush
were identified. Total DNA was extracted from samples of blood, then proceed with polymerase chain
reaction (PCR), purification and sequencing using pairs of primers Barcode program CO1 DNA Barcoding
BirdF1-BirdR1. The results have identified DNA sequence fragment about 650bp. Analysis by computer
software Mega 5.2.2 and the program BLAST on the international genbank shows the specimens with the
genus have exactly the name as identification by morphology. The DNA sequences were registered in
GenBank with code: KP768404, KP768405, KP708406, KP768407. Our results showed that successful use of
primers BirdF1-BirdR1 for identification of assessment for birds can serve multiple samples exhibited at the
Vietnam National Museum of Nature, while contributing to the protection of genetic resources of Vietnam
quarter, integration with the world Barcoding Project.

Keywords: Alcippe castaneceps, Alcippe vinipectus, Garrulax affinis, Yuhina diademata, DNA, Cytochrome ¢
oxidase 1 (CO1).
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